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Agilent 6550QTOF

 Agilent 6550 iFunnel Q-TOF LC/MS system has excellent speed and sensitivity for qualitative and quantitative analysis. The system incorporates with Agilent iFunnel technology. The Agilent 6550 iFunnel Q-TOF LC/MS system delivers the lowest detection levels of any high resolution LC/MS instrument. It has low femtogram-level sensitivity with high resolution and accurate mass. It’s the ideal choice for pharmaceutical, metabolite ID, discovery proteomics, metabolomics, food safety, forensics, toxicology, and environmental screening applications.
Agilent 1290 Infinity Binary LC

The Agilent 1290 Infinity Binary LC is the most powerful and the most adaptive UHPLC system available. The 1290 Infinity Binary LC can handle the widest range of applications; UHPLC methods, legacy HPLC methods, HPLC-to-UHPLC method transfer, method development, multi-compound screening, LC/MS coupling, and many more.
Spectrum Mill for MassHunter Workstation

Faster, more accurate protein identification is possible with the advanced Spectrum Mill for MassHunter Workstation. Spectrum Mill for MassHunter Workstation quickly identifies proteins and peptides through fast database searches with automatic or manual match validation and unique algorithms that minimize false positives. It also offers de novo spectral interpretation for proteins not found in databases. Spectrum Mill software can identify relative abundance differences of two fold or greater without complicated isotope labelling and the system will summarize and correlate results in formats that provide maximum insight and convenience.
Features

· 40k mass resolution

· Sub ppm mass accuracy from m/z 20-10,000

· Femtogram-level sensitivity

· Scanning of up to 50 spectra per second

· Improve sensitivity for high-throughput applications
· Powerful MassHunter Workstation Software takes advantage of accurate mass MS and MS/MS and high definition isotopic data to facilitate profiling, characterization, identification and quantification of compounds in complex mixtures
· MASCOT database server for protein analysis
Analysis Feature

· Protein Identification by searching MS/MS Spectra using MS/MS ions search or searching by Peptide mass fingerprinting (PMF)
· Post translation modification
· Quantitative and qualitative analysis
ACCESSORIES
UHPLC Column available
	Part number
	Specification 
	quantity

	959757-902
	Zorbax  eclipse plus C18,2.1x50mm,1.8micron
	1

	863973-902
	Zorbax  300SB C18,4.6x150mm,3.5micron
	1

	959993-306
	Zorbax  eclipse plus C8,3.0x150mm,5micron
	1

	863973-906
	Zorbax  300SB C8,4.6x150mm,3.5micron
	1

	860950-902
	Zorbax  300SB

C18,4.6x50mm,5micron
	1

	859700-302
	Zorbax  300SB C18,3.0x150mm,1.8micron
	1


Common solvent available:
MS grade: Water, Acetonitrile, Methanol
